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SUMMARY
Sago (Metroxylon sagu Rottb.) is a potential starch-producing plant in the world,
since sago can be used as raw material of food, bioethanol, environmentally
friendly plastic, pharmaceutical and sweetener. Indonesia has a high diversity of
sago, especially in Papua. The morphological characteristics of sago is important to
elucidate as the distinguishing feature of each sago accession and assess the
diversity of the natural population for further optimum utilization. This study aimed
to determine the variability and relationship of sago accession in the natural
population based on morphological characters. The study was conducted in Mioko
Village, Central Mimika Sub-district, Mimika Regency, Papua Province with height of
± 3 m above sea level. The material used was eight accessions of sago from the
natural population of Mioko Village selected through purposive sampling approach.
Observations were conducted on 17 morphological characters. Principal component
analysis result showed that the 76.61% variability of sago accessions in the natural
population can be explained by three principal components (PC). Further analysis
indicated that morphological characters of rachis length, plant height and petiole
width are important characters to distinguish genetic variability of sago. The sago
accessions that has the highest similarity level is Taina and Omoroko with similarity
on rachis length, number of right-side leaflets, leaflets length ¼ leaf and petiole
width.
Key words: Heat map, traditional knowledge, plant height, principal component
analysis
Key findings: The study of sago variability based on morphological characters
revealed that morphological characters of rachis length, plant height and petiole
width can be used to distinguish sago accessions in natural populations.
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INTRODUCTION

populations;
both
locations
are,
therefore, considered to be the
original
sources
of
sago
palm
germplasm
in
Indonesia.
Papua
exhibited
the
largest
genotype
numbers existing in their population
based on Wx gene markers; therefore,
it is considered to be the center of
sago
palm
genetic
diversity in
Indonesia (Abbas 2018).
Mioko a village in Mimika
Regency of the Papua Province has a
wide sago area, which is a natural
population. The natural population
allows for a very high diversity of
sago, since sago is a cross-pollinated
plant. The local community of Mioko
Village has classified sago diversity
based on plant performance and
starch production. Sago classification
based on morphological characters in
the natural population needs to be
done in order to manage and conserve
sago genetic resources. Information
on morphological characters of the
natural variability can be used as a
reference for researchers in a sago to
determinate elite sago trees for
further
development
and
plantbreeding program, as well. The high
variability of sago present in the
natural population can be utilized to
analyze the relationship between the
morphological characters of sago
plants. Mimika Regency with a large
natural population is an ideal location
to study the variability of sago.
Morphological character consists
of
quantitative
and
qualitative
characters observed in all parts of the
plant.
Qualitative
morphological
characters are controlled by major
genes and are not influenced by
environmental factors, so it can be a
characteristic in studying the relation
of
sago
accession
kinship.

Sago (Metroxylon sagu Rottb.) is one
of the most potential palm trees not
widely known to the public. Sago can
be
used
as
food,
bioethanol,
environmentally
friendly
plastic,
pharmaceutical and sweetener and as
a source of carbohydrate with low
glycemic index suitable for diabetics
(Bantacut 2014; Ehara 2009; Yetti et
al., 2007; Bukhari et al., 2017; Utami
et al., 2014; Oladzadabbasabadi et al.,
2013;
Ozturk
et
al.,
2011;
Vatanasuchart et al., 2012). Sago can
grow in an environment where other
crops cannot grow and produce well,
such as peat soil swamps. Sago
accumulates carbohydrates in the
form of starch in the trunk with high
productivity compared to other food
crops. The potential of dry starch
production reaches 20-40 ton / ha /
year (Bintoro et al., 2010) with the
production of dry starch in one trunk
reaching 116.69 - 372.89 kg (Dewi et
al., 2016), even as high as 835 kg as
reported by Saitoh et al. (2008).
Indonesia
is
one
of
the
countries with the largest sago area in
the world with 5.5 million hectares
(Bintoro et al., 2016). Flach (1983)
considered Papua as center of
diversity of M. sagu due to the vast
natural stands and the high genetic
variation of sago palm trees that have
been found in Papua. The distribution
of genotypes of sago palm in
Indonesia based on Wx gene markers
showed
that
the
populations
possessing a specific genotype are
found in Serui of Papua and Palopo of
Sulawesi. This indicates that both
Papua and Sulawesi are the origin of
sago palm variation because of the
existence of specific genotypes in their
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Identification
of
morphological
characters is one way to determine
the
relationship
of
a
species
(Purwantoro et al., 2005). The
analysis of relationships based on
morphological
characters
with
distinctive characteristics has been
demonstrated
in
some
plants
(Susantidiana et al., 2009; Suketi et
al., 2010; Fatimah, 2013; Aryanti et
al., 2015).
Morphological characters that
have the greatest contribution to
variability need to be known for sago
plant improvement. Key Component
Analysis can be used to integrate
characters that can ultimately be
selected
as
criteria
for
plant
improvement (Mohajer et al., 2013),
in addition, key component analysis
can also identify genotypes or
accessions variability (Tar'an et al.,
2005).
Each
major
component
explains the magnitude of the
variability distribution of observed
characters, so there is a strong
relationship
between
individuals
(Denton & Nwangburuka, 2012).
Different characters in key component
analysis results contribute differently
to total variability (Nwangburuka et
al., 2011). This study aims to
determine the relationship of sago
accessions in a natural population
based
on
the
morphological
characters.

from July to September 2016. The
materials used were 8 accessions of
local sago resulted from sampling in
natural populations. The trees were
selected using is purposive sampling
method based on result of Focus
Group Discussion (FGD) and the
sampling of sago trees was conducted
together with community elders. Each
accession was observed in one sample
tree and the sample tree taken has to
fulfill the criteria of maturity at flower
initiation phase, which was then
logged.
Morphological
observation

characters

Observations
were
made
on
morphological
characters
and
agronomic traits. The quantitative
morphological characters include plant
height,
stem
diameter,
stem
circumference, leaf length, leaflet
length, leaflet width, bark thickness,
number of leaves, right-sided leaflets,
number of left leaflets, rachis length,
length of the petiole, the width of the
petiole, spine of mature trees, the
spacing of the seedling and the length
of ¼ of the leaf. The qualitative
morphological characters that include
the shape of the stem, the spine
pattern and the color of the leaflets.
The agronomic traits observation
include starch production per tree and
starch yield (Dewi et al., 2016; Ahmad
et al., 2016).

MATERIALS AND METHODS
Data analysis
Sampling
materials

method

of

genetics
Data were analyzed using STAR
application version 2.01 and R version
3.1. Correlation analysis of some
morphological characters on starch
production
was
conducted
using
application R version 3.1 with package
Agricolae. Characters that can be

Morphological characterization was
conducted in the natural population of
Mioko Village, Central Mimika Subdistrict,
Mimika
Regency,
Papua
Province. The study was conducted
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differentiated between accessions can
be identified through the Principle
Component Analysis that is then
displayed in the biplot graph using
STAR application version 2.01. To
identify the relationship the sago
accessions
were
analyzed
using
application of R version 3.1 with
Agricolae package.

tip) is called Omiya 2. Accession of
sago that has spine and trunk that
secrete water when cut down is called
Durumu.
The morphological characters of
the eight sago accessions in Mioko
Village showed different for all the
observed characters in trunks, leaves
and spines. The Principal Component
Analysis results show that the
contribution
of
sago
accessions
variability of 76.61% can be explained
by three principal components (PC)
(Table 1). The morphological character
of the principal component I (PC1)
describe 45.93% of the variability
between sago accessions consisting of
the length of leaf, the length of rachis,
the length of leaflets, the width of the
leaflets and the number of leaflets on
the right hand side with values of
0.3358, 0.3363, 0.3061, 0.3112 and
0.3307. The principle component II
(PC2) describes 19.43% of the
diversity between sago accessions
consisting of plant height, stem
circumference, petiole width and the
number of leaves with consecutive
values of 0.5016, 0.3880, 0.4283 and
0.3326. The principal component III
(PC3) describes 11.25% of the
variability between sago accessions
consisting of the length of the petiole
and the spines of tillers with values of
0.3448 and 0.4251.
The characters that have the
largest and positive values in PC1, PC2
and PC3 are rachis length, plant
height and petiole width with values of
0.3363, 0.5016 and 0.4251 (Table 1),
respectively. These characters are
assumed to have a large contribution
to
the
variability
among
sago
accessions in Mioko Village. A total of
11 morphological characters were
observed to explain the variability and
the characteristic of sago accessions in
Mioko Village. According to Haydar et

RESULTS AND DISCUSSION
Analysis
of
variability
and
relationship of sago accessions
The indigenous people of Mioko
Village, in Papua recognize and are
able to differentiate the variability of
sago from traditional
knowledge
passed down from generations to
generation orally. Based on their
knowledge, the local people generally
distinguish
sago
based
on
the
presence or absences of spines,
however, in Mioko Village sago with
spines were further distinguished into
different types. Sago that has no
spines is called Ikimina. Sago trees
that have spines on petiole and rachis
are divided into 7 accessions that have
a variety of spines and stems. The
accession of sago that has dense
spines is called Taina. The accession of
sago with rough spines is called Oko.
The accession of sago which has
spines and straight and short stems
and the rest of the midrib is still
attached to the surface of the stem is
called Mbapare. The accession of sago
that has spines and trunked straight
and high is called Omoroko. The
accession of sago having spines and
funnel-like trunk (center and the
middle part is bigger than base) is
called Omiya 1. The accession of sago
having spine and bottle-like trunk
(middle part smaller than base and
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Table1. Result of the principal component analysis based on morphological
characters.
Characters
T
D
DTK
LB
TK
PD
PR
PP
LP
PAD
LAD
PAD4
JDD
JDA
JD
ADR
ADL
Eigen Values
Proportion of variance
Cumulative proportion
Standard deviation

PC1
-0.1198
0.2476
0.2425
0.1966
0.1676
0.3358
0.3363
0.1419
0.0079
0.3061
0.3112
0.2841
-0.2200
-0.1748
-0.0804
0.3307
0.2942
7.8087
0.4593
0.4593
2.7944

PC2
0.5016
-0.2841
-0.2879
-0.3880
0.0454
0.1596
0.1506
0.1216
0.4283
0.1056
0.1568
0.1826
0.0695
-0.0337
-0.3326
-0.0106
-0.0095
3.3029
0.1943
0.6536
1.8174

PC3
-0.0340
0.2530
0.2431
0.2429
0.2872
-0.0385
-0.0991
0.3448
0.4233
-0.1383
-0.0554
-0.1856
-0.1313
0.4251
-0.3471
-0.1434
-0.1709
1.9125
0.1125
0.7661
1.3829

Note: T = trunk length; D = trunk diameter; DTK = trunk diameter without bark; LB = circumference; TK =
thickness; PD = leaf length; PR = rachis length; PP = petiole length; LP = petiole width; PAD = leaflet length; LAD
= leaflet width; PAD4 = one fourth leaflet length; JDD = spine distance ofmature tree; JDA = spine distance of
seedling; ADR = total of leaflet on right side; ADL = total of leaflet on left side.

al. (2007) characters that contribute
the most to the variability of genetic
materials are those that have the
largest and positive vector values.
According to Afuape et al. (2011), the
principal component analysis is a
technique used to find out how large a
character contributes to the variability
so that the results can be used to
identify characters that characterize a
variety.
The
results
were
in
accordance with the information
provided by the indigenous people of
Mioko that some sago accessions are
distinguishable by the variation of the
stem, i.e. tall and short trunks.
The PC1 and PC2 are able to
explain
the
variability
of
sago
accessions present in the natural
population illustrated in the biplot
graph (Figure 1). Based on the biplot
graph, PC1 and PC2 shows the overall

accessions
spread
over
four
quadrants. The sago accession Omiya
2 is in quadrant I, the accessions
Durumu and Omiya 1 are in quadrant
II, sago Oko and Ikimina accessions
are in quadrant III and in the
quadrant IV located the accessions
Omoroko, Taina and Mbapare. The
position of sago accessions Taina and
Mbapare are closer together than
other sago accessions. It shows that
both accessions have a strong
similarity in morphological characters.
The similarity can be seen in the high
number of leaves on both accessions.
The sago accession Omoroko has a
high value of spines in mature trees
and seedlings. The sago accession
Omiya 2 has a high value on plant
height. The sago accession Oko is an
accession that has the highest trunk
circumference value compared to

465

SABRAO J. Breed. Genet. 50 (4) 461-474

Durumu

Omiya 2

Omiya 1

Omoroko
Taina

Ikimina
Oko
Mbapare

Figure 1. Biplot diagram of principal component analysis based on morphological
characters.

IKIMINA
OMIYA 1
OKO
DURUMU
OMIYA 2
MBAPARE
TAINA
OMOROKO

Figure 2. Heatmap and dendrogram based on morphological characters.
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other accessions. The results of the
analysis proved that the accession
that is considered different by the
indigenous community does have
distinguishing
morphological
characteristics.
The longest variable length
vector in the biplot graph is shown in
the plant height variable, while the
shortest variable vector is shown in
the variable of petiole length. This
shows that the character plant height
has
high
variability,
while
the
character of petiole length has a low
variability.
There
is
a
similarity
of
information
between
results
of
principal component analysis with the
results
of
interviews
with
the
community about the variability of
sago present in the natural population.
The similarity is shown in the variable
height of the plant. Accession sago
Omiya 2 is the accession that has the
highest plant height compared to
other accessions of 13.09 m.
There are two types of sago
accession found in the village of
Mioko, spine and spine-less sago. The
spine sago has a spine on petiole and
rachis. The Ikimina sago accessions
are spineless sago while other
accessions are spine sago. The
Ikimina sago accession is not in the
same cluster with other accessions
(Figure 1). The appearance of a spine
in sago plants is thought to be due to
an epigenetic event influenced by the
growing environmental factors of a
wet swamp (Novero et al., 2012).
According to Lira-Medeiros et al.
(2010) epigenetic diversity in natural
populations in addition to generating
morphological diversity, also has an
important role in helping plant
individuals to cope with different
environments.

Based on the indigenous people
of Mioko village, Ikimina sago can be
found mainly in the middle of the sago
forest. One of the distinguishing
features of Ikimina, sago is the
presence of ribbon/tape at the bottom
of the petiole and rachis. According to
Ehara et al. (2000), the existence of
the tape on the back of the petiole and
rachis is used by the community in
distinguishing sago accession where
the difference is due to the growing
culture in every region in Indonesia.
However, the indigenous community
of Mioko does not use this character to
distinguish sago accessions.
The results of dendrogram
showed that sago accessions are
grouped into two large groups namely
(Figure 2). The Ikimina accession is in
one separate group, while the sago
accession Omiya 1, Oko, Durumu,
Omiya
2,
Mbapare,
Taina
and
Omoroko are grouped into one group
of spiny sago. The Taina sago has
higher similarity with the accession
Omoroko than with other sago
accessions. The similarity is shown in
the length of rachis, the number of
right-sided leaflets, leaflets length in
¼ leaf and petiole width. Most of the
similarities in accessions Taina and
Omoroko
are
indicated
by
the
intensity of morphological values
between the two accessions that tend
to be low (color key value -2).
A heatmap is used in this study
to where the morphological values are
represented as colors ranging from
blue to dark red. The heatmap shows
morphological characters that have
high or low intensity in each accession
(Figure 2). The high value of
morphological characters is shown by
the color shown in the heatmap. The
high or low value of morphological
character becomes the characteristic
of the diversity of each accession of
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sago. Based on the information given
by the indigenous community of
Mioko, the accession of sago Omiya 1
and Omiya 2 show variability in the
trunk. The trunk of accession Omiya 1
is the upper part of the trunk has a
larger diameter than the middle and
the base so that people identify it as
the funnel. The trunk of Omiya 2 sago
is like a bottle with the center of the
trunk is smaller in diameter than the
base and the upper part. The distance
of spines (JDA) of the Mbapare sago
accession has a high value, while the
lowest value was found in sago Taina
accession. The low spine distance
indicates a tightly located spine. This
is in accordance with the information
provided by the local people that the
Taina sago accession has high spine
density compared to other sago
accessions.
Based on the intensity of the
color key values of morphological
characters, accessions of sago present
in the natural population was divided
into 3 groups namely those with low,
medium and high color key value
(Figure 2). Accessions of sago with
low color key value consist of
accession sago Omoroko, Taina and
Mbapare. The accession of sago with
medium color key values composed of
sago Omiya 2, Durumu, Oko and
Omiya 1. Accession Ikimina sago has
the color key values that tend to be
high on almost all morphological
characters.
The accession of sago with
medium color key values is sago
accession group that has high value
for plant height. Based on information
from the local community, tall sago
trees produce high starch yield. Of the
four accessions only accession sago
Omiya 2 which has a low starch

production of only 143.87 kg per tree,
while accession sago Omiya 1, Oko
and Durumu produce 402.09, 384.10
and 312.14 kg per tree, respectively.
The people of Mioko Village believe all
tall accessions have high of starch
production, but the study found sago
accession which has low starch
production. The plant height was
unable
to
predict
high
starch
production in the natural population.
The previous study showed that starch
accumulation and flowering time of
sago varies among accessions and
starch production in sago plant
correlates with leaf area per plant not
with plant height (Yamamoto et al.,
2010; Yamamoto et al., 2014).
Taina
and
Omoroko
sago
accessions in the natural population
show a noticeable similarity in
agronomical characters as shown by
plant height. Both accessions have a
straight rod shape and are included in
tall
sago
accession.
The
local
community distinguishes these two
accessions by looking at variations of
spine and trunk shapes. The Taina
accession is an accession that has the
characteristic of dense spines on
petiole and rachis while accession
Omoroko has the characteristic of
straight and high trunk shape.
Information obtained from the local
community needs to be incorporated
into the results of this study in order
to maintain and preserve sago
germplasm. According to Zuraida and
Sumarno (2003), the participation of
farmers or local communities needs to
be incorporated in order to preserve
the genetic variability of plant species
cultivated. According Widiarti (2013)
community participation in managing
a forest area as one effort to fulfill
social,
economic
and
ecological
functions.
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Relationship
between
morphological characters

Starch
production
is
the
character that became the main goal
of sago plant improvement. Selection
for starch yield in sago is difficult
because it takes a long time for sago
to mature. Therefore, a morphological
character associated with starch
production is needed as a secondary
selection character. Characters that
have a strong relationship can be used
as a secondary selection character for
crop improvement if you want to
obtain a plant that has high
production.
In this study, there are no
agronomic
and
morphological
characters
that
have
a
strong
correlation with starch production. In
contrast to what Ahmad et al. (2016)
and Dewi et al. (2016) found that
sago starch production is correlated
with the diameter and length of sago
tree trunk. According to Ehara et al.
(2000) the diameter of the trunk is
not affected by the length of the
growing period, but appears to be
more related to genetic background
and growing environment.
According
to
Tenda
and
Miftahorrachman (2014), there are six
vegetative characters, namely plant
height, rachis length, petiole length,
number of leaflets, trunk weights and
pith
weight
which
affect
the
production of Baruq sago in the
Sangihe regency of North Celebes.
According to Ehara et al. (2000), the
production of sago starch present in
the eastern archipelago of Indonesia
can be estimated using the character
of trunk diameter at chest height. The
increasing number of leaflets has an
impact on the extent of the leaf
surface
resulting
in
higher
photosynthesis and accumulation of
storage of starch in the sago tree
trunk. According to Mendez et al.
(2011) during initial growth and

Sago
observed
morphological
characters
are
correlated.
The
character of leaf length correlated
positively and highly significant with
length and width of leaflets with a
value of 0.92 and 0.90. The long
rachis character is also positive and
significantly correlated (Table 2). The
leaf characters of sago plant observed
consists of petiole, rachis and leaflets.
The character of a long leaf is closely
correlated with long rachis leaf with
correlation coefficient value of r =
0.99. The rachis is part of a leaf
covered by the leaflets. According
Nakamura and Gotto (2015) sago
leaves will increase in size especially
in the stem-forming phase with
leaflets stick on the rachis. This study
showed that in natural sago plants
observed, there are no leaf characters
that
are
correlated
with
sago
production.
The height character of the
plant
has
a
non-directional
relationship with the circumference of
the stem with a correlation coefficient
value of r = -0.86. It shows the higher
the
plant,
the
smaller
the
circumference of the trunk. There is a
correlation of agronomic character
with plant growth. Plant height shows
a highly significant correlation but
negatively
correlated
with
plat
circumference. Accession sago that
has a characteristic of short plants,
but has a high starch production is
known by the local community with
the name of Mbapare. The accession
has plant height and a trunk
circumference of 7.13 m and 1.67 m,
while accession Omiya 1 with a plant
height and trunk circumference of
13.09 m and 1.23 m showed low
starch production.
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Table 2. Correlation based on morphological characters of sago accessions.
Characters
DB
LB
PD
PAD
LAD
TK
JD
ADR
ADL
PR
PP
LP
P
RD

T
-0.68tn
-0.86**
-0.02tn
-0.10tn
0.02tn
-0.17tn
-0.44tn
-0.24tn
-0.16tn
-0.05tn
0.15tn
0.75*
0.04tn
-0.50tn

DB

LB

PD

PAD

LAD

TK

JD

ADR

ADL

PR

PP

LP

P

0.82**
0.41tn
0.42tn
0.46tn
0.25tn
0.07tn
0.55tn
0.50tn
0.39tn
0.21tn
-0.19tn
0.54tn
0.31tn

0.21tn
0.18tn
0.13tn
0.34tn
0.01tn
0.45tn
0.36tn
0.21tn
0.12tn
-0.39tn
0.08tn
0.30tn

0.92**
0.90**
0.48tn
-0.31tn
0.84**
0.74*
0.99**
0.37tn
0.17tn
0.40tn
0.21tn

0.83**
0.20tn
-0.17tn
0.71*
0.58tn
0.94**
0.15tn
-0.01tn
0.56tn
0.54tn

0.51tn
-0.24tn
0.78*
0.74*
0.92**
0.13tn
0.16tn
0.52tn
0.10tn

-0.37tn
0.39tn
0.34tn
0.47tn
0.23tn
0.19tn
-0.35tn
-0.44tn

-0.10tn
0tn
-0.29tn
-0.22tn
-0.73*
-0.01tn
0.30tn

0.97**
0.84**
0.26tn
-0.11tn
0.42tn
0.20tn

0.73*
0.27tn
-0.09tn
0.43tn
0.06tn

0.24tn
0.09tn
0.41tn
0.27tn

0.54tn
0.05tn
-0.35tn

0.12tn
-0.62tn

0.41tn

Note : T = trunk length; D = trunk diameter; LB = circumference; PD = leaf length; PAD = leaflet length; LAD = leaflet width; TK = thickness; JD = total of
leaf; ADR = total of leaflet on right side; ADL = total of leaflet on left side; PR = rachis length; PP = petiole length; LP = petiole width; P = production; RD =
starch content; tn, ** and *: non-significant, and significant at P<0.05 and P<0.01, respectively.

production, assimilated carbon is stored temporarily in
the trunk and leaf stem as carbohydrate reserves.
According to Kjaer et al. (2004) variation in plant
height in sago plants is a variable that almost stands
alone and little influenced by other nine variables. The
variation is not only caused by genetics, but also
influenced by edaphic or climate factors.
Land environment at the observation site are
not permanent inundated land, when the rainy season
will be inundated and if the dry season will become dry
but surface water is still available. The level of canopy
closure in the observation area is quite tight so the
incoming sunlight is low. The relationship between the
low received sunlight is shown in the components of
leaf character that correlates with each other including
leaf length, leaflet length, leaf width and rachis length.
According to Ariyanto et al. (2015) plant density can

affected plant growth and development due to water
competition, absorption of sunlight, growing space and
nutrient uptake. Moreover, Dwyer et al. (1992) and
Shibles and Weber (1995) stated that light
interception has a direct relationship with leaf area
and the radiation received by the leaves increases.
The characters of plant height and trunk
circumference are characters that can be easily
observed. Both of these characters are traditionally
used by the Mioko Village community to select highyielding sago. The community checks by partially
cutting the stem with axes, if sticky starch is present
in the eyes of the axe, then it is concluded that the
sago tree has high starch content. Such information is
the local wisdom possessed by the community past
down through generations.
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Sago in Mioko Village has an
important role in people lives. Sago
has become to capable plant to
producing staple food since the past
generation. The lives of local people
cannot be separated from sago, canoe
and river. Sago as a staple food,
canoe as a transportation and river as
a place to play and fish finding. Sago
is able to grow naturally without
cultivation and only harvesting is
carried out. Sago in the local
community like a “mama” and sago
can be prosperity and peace.

REFERENCES
Abbas

B (2018). Sago palm genetic
resource diversity in Indonesia. In:
Ehara H, Toyoda Y, Johnson DV,
eds.
Sago
Palm
Multiple
Contribution to Food Security and
Sustainable Livelihoods. Springer
Nature, Singapore, pp. 61-71.
Afuape SO, Okocha PI, Njoku D (2011).
Multivariate assessment of the
agromorphological variability and
yield components among sweet
potato (Ipomoea batatas (L.) Lam)
landraces. Afr. J. Plant Sci. 5(2):
123-132.
Ahmad F, Bintoro MH, Supijatno (2016).
Morfologi dan produksi beberapa
aksesi sagu (Metroxylon spp.) di
Distrik Iwaka, Kabupaten Mimika,
Papua. Bull. Palma. 17(2): 115125.
Ariyanto A, Hadi MH, Kamal M (2015).
Kajian intersepsi cahaya matahari
pada
tiga
varietas
sorgum
(Sorghum bicolor (L.) Moench)
dengan
kerapatan
tanaman
berbeda pada sistem tumpangsari
dengan ubikayu (Manihot esculenta
Crantz). J. Agrotek. Tropika. 3(3):
355-361.
Aryanti I, Bayu ES, Kardhinata EM (2015).
Identifikasi karakteristik morfologis
dan hubungan kekerabatan pada
tanaman jahe (Zingiber officinale
Rosc.) di Desa Dolok Saribu
Kabupaten Simalungun. J. Onl.
Agroekoteaknologi. 3(3): 963-975.
Bantacut T (2014). Indonesia staple food
adaptations for sustainability in
continuously changing climates. J.
Env. Earth Sci. 4(21): 202-215.
Bintoro MH, Ahmad F, Nurulhaq MI,
Fathnoer V, Alamako RP, Mulyanto
MR, Pratama AJ (2016). Sago
Development in Indonesia. IPB
Press,
Bogor,
pp.
1-5.
(in
Indonesian language)

CONCLUSION
Sago accessions in natural population
of Mioko Village, Central Mimika Subdistrict,
Mimika
Regency,
Papua
Province
showed
morphological
diversity with 76.61% of variability
can be described by 3 principal
components. The characters that have
the greatest contribution to the
variability of sago are rachis length,
plant height and petiole width. The
sago accession that has the highest
similarity level is Taina and Omoroko
with similarity on rachis length,
number of right-side leaflets, leaflets
length in ¼ leaf and petiole width.
There
are
no
agronomic
and
morphological characters that have a
strong
correlation
with
starch
production.
ACKNOWLEDGEMENT
The authors would like to thank Department of
Agriculture Food Crops and Plantation Mimika
Regency for providing research facilities and
funding in conducting the research.

471

SABRAO J. Breed. Genet. 50 (4) 461-474
Bintoro MH, Purwanto MYJ, Amarillis S
(2010). Sago in Peatland. IPB
Press,
Bogor,
pp.
169.
(in
Indonesian language)
Bukhari NA, Loh SK, Bakar NA, Ismail M
(2017). Hydrolysis of residual
starch from sago pith residue and
its fermentation to bioethanol.
Sains Malays. 46(8): 1269-1278.
Denton OA, Nwangburuka CC (2012).
Morphological
diversity
among
Corchorus
olitorius
accessions
based on single lingkage cluster
analysis and principal component
analysis. Jordan J. Bio. Sci. 5(3):
191-196.
Dewi RK, Bintoro MH, Sudradjat (2016).
Karakter morfologi dan potensi
produksi beberapa aksesi sagu
(Metroxylon spp.) di Kabupaten
Sorong Selatan, Papua Barat. J.
Agron. Indonesia. 44(1): 91-97.
Dwyer LM, Stewart DW, Hamilton RI,
Honwing L (1992). Ear position and
vertical distribution of leaf area in
corn. Agron. J. 8: 430-438.
Ehara H (2009). Potency of sago palm as
carbohydrate
resource
for
strengthening
food
security
program. J. Agron. Indonesia.
37(3): 209-219.
Ehara H, Susanto S, Mizota C, Hirose S,
Matsuno T (2000). Sago palm
(Metroxylon
sagu,
Arecaceae)
production
in
the
eastern
archipelago of Indonesia: variation
in morphological characteristics
and pith dry-matter yield. Econ.
Bot. 54(2): 197-206.
Fatimah S (2013). Analisis morfologi dan
hubungan
kekerabatan
sebelas
jenis tanaman salak (Salacca
zalacca (Gertner)) Voss Bangkalan.
Agrovigor. 6(1): 1-15.
Flach M. 1983. The Sago Palm. FAO Plant
Production and Protection Paper
47, AGPC/MISC/80. FAO, Rome.
Haydar A, Ahmed MB, Hannan MM, Razvy
MA, Mandal MA, Salahin M, Karim
R, Hossain M (2007). Analysis of
genetic diversity in some potato
varieties grown in Bangladesh.

Middle-East J. Sci. Res. 2(3-4):
143-145.
Irawan AF, Yamamoto Y, Yoshida T,
Miyazaki A, Jong FS (2011).
Changes in nutrient contents in
pith of sago palm (Metroxylon sagu
Rottb.) suckers during storage and
effects of storage conditions on
subsequent growth during nursery
period. Trop. Agr. Develop. 55(1):
21-27.
Kjaer A, Barfod AS, Asmussen CB, Seberg
O (2004). Investigation of genetic
and morphological variation in the
sago palm (Metroxylon sagu;
Aracaceae) in Papua New Guinea.
Ann. Bot-London. 94: 109-117.
Lira-Medeiros CF, Parisod C, Fernandes
RA, Mata CS, Cardoso MA, Ferreira
PCG (2010). Epigenetic variation in
mangrove
plants
occuring
in
contrasting natural environment.
PLOS ONE. 5(4): 1-8.
Mendez AM, Castilo D, Del Pozo, Matus I,
Morcuende R (2011). Differences in
some stem soluble carbohydrates
contents
among
recombinant
chromosome
substitution
lines
(RCSLs) of barley under drought in
a Mediteranean-type environment.
Agron. Res. 9(2): 433-438.
Mohajer S, Jafari AS, Taha RM, Yaacob JS,
Saleh A (2013). Genetic diversity
analysis of agro-morphological and
quality traits in populations of
sainfoin (Onobrychis sativa). Aust.
J. Crop Sci. 7(7): 1024-1031.
Mulyanto B, Suwardi (2000). Distribution
and characteristics of land, the
sago
palm
(Metroxylon
spp.)
habitat in Indonesia. In: M.H.
Bintoro, Suwardi, Sulistiono, M.
Kamal, K. Setiawan and S. Hadi,
eds.,
Proceeding
of
the
international sago seminar. UPT
Language Training-IPB, Bogor. pp
38-44.
Nakamura S, Goto Y (2015). Leaf. In: The
Society of Sago Palm Studies,
editor. The Sago Palm, The Food
and Environmental Challenges of
The 21st Century. Kyoto University

472

Pratama et al. (2018)
Press, Kyoto and Trans Pasific
Press, Melbourne, pp. 66-75.
Novero AU, Mabras MB, Esteban HJ
(2012). Epigenetic inheritance of
spine formation in sago palm
(Metroxylon sagu Roettb). Plant
Omics J. 5(6): 559-566.
Nwangburuka CC, Kehinde OB, Ojo DK,
Denton OA, Popoola AR (2011).
Morphological
classification
of
genetic diversity in cultivated okra,
Abelmoschus
esculentus
(L)
Moench using principal component
analysis (PCA) and single linkage
cluster analysis (SLCA). Afr. J.
Biotech. 10(54): 11165-11172.
Oladzadabbasabadi N, Ebadi S, Nafchi AM,
Karim AA, Kiahosseini SR (2017).
Functional properties of dually
modified
sago
starch/kcarrageenan films: an alternative
to
gelatin
in
pharmaceutical
capsules. Carbohyd. Polym. 160:
43-51.
Ozturk S, Koksel H, Ng PKW (2011).
Production of resistant starch from
acid-modified amylotype starches
with
enhanced
functional
properties. J. Food Eng. 103: 156164.
Purwantoro A, Ambarwati E, Setyaningsih
F
(2005).
Kekerabatan
antar
anggrek spesies berdasarkan sifat
morfologi tanaman dan bunga.
Ilmu Pertanian. 12(1): 1-11.
Saitoh K, Bintoro MH, Oh-e I, Jong FS,
Louw J, Sugiyama N (2008). Starch
productivity of sago palm in
Indonesia. Sago Palm. 16: 102108.
Shibles RM, Weber CR (1995). Leaf area,
solar radiation interception and dry
matter production by soybean.
Crop. Sci. 5: 575-577.
Suketi K, Poerwanto R, Sujiprihati S,
Sobir, Widodo WD (2010). Analisis
kedekatan
hubungan
antar
genotipe
pepaya
berdasarkan
karakter morfologi dan buah. J.
Agron. Indonesia. 38(2): 130-137.
Susantidiana, Wijaya A, Lakitan B,
Surahman M (2009). Identifikasi
beberapa
aksesi
jarak
pagar

(Jatropha
curcas
L.)
melalui
analisis RAPD dan morfologi. J.
Agron. Indonesia. 37(2): 167-173.
Tar‟an B, Zhang C, Warkentin T, Tullu A,
Vandenberg A (2005). Genetic
diversity among varieties and wild
species accessions of Pea (Pisum
sativum L.) based on molecular
markers, and morphological and
physiological characters. Genom.
48: 257-272.
Tenda
EJ,
Miftahorrachman
(2014).
Hubungan antar karakter vegetatif
dengan produksi pati sagu baruq
(Arenga macrocarpha Becc.) asal
Kabupaten Sangihe. J. Littri. 20(4):
203-210.
Utami AS, Sunarti TC, Isono N, Hisamatsu
M, Ehara H (2014). Preparation of
biodegradable foam from residue.
Sago Palm. 22: 1-5.
Vatanasuchart
N,
Niyomwit
B,
Wongkrajang K (2012). Resistant
starch content, in vitro starch
digestibility and physico-chemical
properties of flour and starch from
Thai bananas. Maejo Int. J. Sci.
Tech. 6(02): 259-271.
Widiarti A (2013). Pemulihan hutan
dengan partisipasi masyarakat. J.
Pen. Hutan dan Konserv. Alam.
10(2): 215-228.
Yamamoto Y (2015). Process of starch
accumulation in the trunk pith. In:
The Society of Sago Palm Studies,
eds., The Sago Palm, The Food and
Environmental Challenges of The
21st Century. Kyoto University
Press, Kyoto and Trans Pasific
Press, Melbourne, pp. 199-216.
Yamamoto Y, Omori K, Nitta Y, Kakuda K,
Pasolon YB, Gusti RS, Miyazaki A,
Yoshida T (2014). Changes of leaf
characters
in
sago
palm
(Metroxylon sagu Rottb.) after
trunk
formation.
Trop.
Agr.
Develop. 58(2): 43-50.
Yamamoto Y, Rembon FS, Omori K,
Yoshida T, Nitta Y, Pasolon YB,
Miyazaki
A
(2010).
Growth
characteristics
and
starch
productivity of three varieties of
sago
palm
(Metroxylon
sagu

473

SABRAO J. Breed. Genet. 50 (4) 461-474
Rottb.) in Southeast Sulawesi,
Indonesia. Trop. Agr. Develop.
54(1): 1-8.
Yetti M, Nazamid BS, Roselina K,
Abdulkarim
SM
(2007).
Improvement of glucose production
by raw starch degrading enzym
utilizing acid-treated sago starch as
substrate. ASEAN Food J. 14(2):
83-90.
Zuraida N, Sumarno (2003). Farmer
partisipation in plant breeding and
germplasm conservation base „on
farm‟. Zuriat. 14(2): 67-76.

474

